. Venn diagram analysis of mRNA microarray data and miRNA target analysis. (a) Western blot analysis of T lymphoblasts (CLS) and their exosomes (EXO) in resting (REST) and activated (ACT) conditions. Exosome sample purity was assessed by the presence of exosome markers (CD81, ERMs) and the absence of cytochrome c (cyt c). (b) Cryo-fracture transmission electron microscopy images of isolated exosomes. Scale bar 200 nm. (c) Upper panels: Activation-induced changes in mRNA profile differ between T cells and their derived exosomes. Middle panels: Some mRNAs are always specifically sorted into exosomes (left) or specifically retained in cells (right), independently of the activation state of the T cell. Lower panels: Some mRNAs are upregulated in cells upon activation but downregulated in exosomes (left) and vice versa (right). Figure S2 . LNA-specific primers allow discrimination between wild-type and mutated miRNAs. Upper panels: qPCR analysis of miR-17wt and miR17mut levels in control cells, cells transfected with miR-17wt, and cells transfected with miR-17mut. miR-17wt is overexpressed in cells transfected with miR-17wt plasmid but not in cells transfected with miR-17mut plasmid, and miR-17mut is only detected in cells transfected with miR-17mut plasmid. Lower panels: qPCR analysis of miR-601wt and miR601mut levels in control cells, cells transfected with miR601wt, and cells transfected with miR-601mut. We could discriminate between miR-601wt and miR601mut; however, cells transfected with miR-601wt plasmid barely overexpressed miR-601, and cells transfected with miR-601mut downregulated endogenous miR-601wt expression, indicating that stringent compensation mechanisms operate to maintain low miR-601 levels in cells. 
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